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Materials and Methods

Molecular analysis
Clone library
For the clone library, the PCR amplification of 16S rRNA gene fragments was carried out with the universal primers 63F (5'-CAGGCCTAACACATGCAAGTC-3') and 1378r (5'-CGGTGTGTACAAGGCCCGGGAACG-3') using a T-100 thermal cycler (Biorad). PCR products were purified using GeneJet PCR purification kit (Thermo) and cloned into the pCR®-TOPO® The standard curve to make a suitable standard for qPCR was calculated on the basis of a SRB enrich fecal dsrB PCR product (set primers ET3F1-ET3R2, size ≈ 200pb) ( Figure 1S ) purified using GeneJet PCR purification kit (Thermo), ligated and cloned into the pCR®-TOPO® Vector (Invitrogen, California) and transformed into DH5α E.coli chemical competent cells and grown on LB plates containing 50 µg/mL ampicillin, using beta-galactosidase screening. The size of the amplicon product from pCR-dsrB-TOPO using universal M13 forward (5′-GTAAAACGACGGCCAG-3′) and reverse (5′-CAGGAAACAGCTATGAC-3′) primers of the clone was ≈ 230 bp ( Figure 1S ). DNA sanger sequence showed 99% homology to dissimilatory sulfite reductase beta-subunit, dsrB of uncultured SRB (accession number HG932648.1) using the database searches (NCBI). The optimal DNA dilution was first tested and then used for the standard qPCR. Since SYBR green might also bind to nonspecific dsDNA, a melting curve was performed to assure the specificity of the PCR. By comparing the standard curve of pCR-dsrB-TOPO we determined the dsrB copy number/ml of the experimental sample. The determined average of the qPCR dsrB copy number/ml (triplicate) of each incubation is showed in Table S1 . Table S1 . Limits of detection and quantification for the different As species in SHIME matrix. Table S3 . Arsenic speciation in heat-sterilized colon microbiota incubation (ppb). Figure S1 . PCR products of Desulfovibrio desulfuricans dsrB gene of pCR-TOPO vector plasmid amplified with M13 primers and SRB enrich fecal sample with ET3 primers in 1.5%
Species LOD (µg/L) LOQ (µg/L)
agarose stained with ethidium bromide. 
